Key indicators: single-crystal X-ray study; T = 100 K; mean (C-C) = 0.002 Å; R factor = 0.040; wR factor = 0.128; data-to-parameter ratio = 30.9.
In the title compound, C 10 H 9 NO 3 SÁH 2 O, the thiomorpholine ring exists in a conformation intermediate between twist-boat and half-chair. An intermolecular O-HÁ Á ÁO hydrogen bond links the acid and water molecules together. In the crystal packing, intermolecular O-HÁ Á ÁO and C-HÁ Á ÁO hydrogen bonds link the molecules into a three-dimensional network.
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Comment
A number of molecules containing the 4H-benzo(1,4)thiazine nucleus in their structures exhibit a broad spectrum of biological activity, including antibacterial (Armenise et al., 1991) , anticancer (Gupta et al., 1993) , anti-rheumatic, anti-allergic, vasorelaxant, anti-arrhythmic and anti-hypertensive (Fringuelli et al., 2005) properties. The sulfone derivatives of 4H-benzo(1,4)thiazine have been reported to find a number of applications in medicine (Shinji & Koshiro, 1995; Szule et al., 1988; Culbertson, 1991) . On the basis of these considerations, our particular attention was paid to the preparation of derivatives of (3-oxo-3,4-dihydro-2H-1,4-benzothiazin-4-yl)acetic acid and we report here the structure of the title 4-benzothiazine derivative.
The asymmetric unit of the title compound ( Fig. 1 ), contains one (3-oxo-3,4-dihydro-2H-1,4-benzothiazin-4-yl)acetic acid and one water molecule. The bond lengths (Allen et al., 1987) and angles in the molecule are within normal ranges.
The thiomorpholine ring (C1/C6-C8/N1/S1) exists in a conformation intermediate between twist-boat and half-chair and it is comparable to a closely related structure (Zhang et al., 2008) . The puckering parameters (Cremer & Pople, 1975) are Q = 0.6852 (9) Å; Θ = 112.69 (8)° and φ = 152.79 (10)°. An intermolecular O1W1-H1W1···O1 hydrogen bond links the acid and water molecules together. In the crystal packing (Fig. 2) , intermolecular O2-H1O2···O1W, O1W-H2W1···O3, C2-H2A···O1W and C9-H10A···O2 hydrogen bonds (Table 1) link the molecules into three-dimensional network.
Experimental
A solution of potassium hydroxide (5.85 mmol) in water (10 ml) was added to the solution of ethyl (3-oxo-3,4-dihydro-2H-1,4-benzothiazin-4-yl)acetate (3.9 mmol) in ethanol (10 ml). The resulting reaction mixture was stirred at room temperature for 24 h and the reaction completion was checked by TLC. The reaction mixture was poured into water and acidified with 4 M HCl to form (3-oxo-3,4-dihydro-2H-1,4-benzothiazin-4-yl)acetic acid as colourless solid. Single crystals suitable for X-ray analysis were obtained by crystallization from dichloromethane under slow evaporation (M.p. 338 K).
Refinement
Atom H1O2, H1W1 and H2W1 were located in a difference map and were refined freely. Other H atoms were positioned geometrically [C-H = 0.93 or 0.97 Å] and were refined using a riding model, with U iso (H) = 1.2 U eq (C). Figures   Fig. 1 . The molecular structure of the title compound, showing 50% probability displacement ellipsoids and the atom numbering scheme. The hydrogen bond is drawn as a dashed line.
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Special details
Experimental. The crystal was placed in the cold stream of an Oxford Cyrosystems Cobra open-flow nitrogen cryostat (Cosier & Glazer, 1986 ) operating at 100.0 (1) K. Symmetry codes: (i) x+1, y, z; (ii) −x+1, y+1/2, −z+1/2; (iii) x, y−1, z; (iv) −x+2, −y+1, −z+1.
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